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Science of the Total Environment 769: 144324. 

86. Hofmann P., Clark A., Hoffmann P., Chatzinotas A., Harpole S., Susanne D. (2021) Beyond nitrogen: 
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Microorganisms, 9(4), 840. 

84. Saraiva J. P., Bartholomäus A., Kallies R., Gomes M., Bicalho M., Kasmanas J. C., Vogt C., 
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C., Orgiazzi A., Singh B.K., Wall D.H., Eisenhauer N. (2020). Blind spots in global soil biodiversity and 
ecosystem function research. Nature Communications 11(1): 1-13 

82. Karakoç C., Clark A., Chatzinotas A. (2020). Diversity and coexistence are influenced by time-
dependent species interactions in a predator-prey system. Ecology Letters 23(6): 983-993 
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decision contexts, Oikos 129: 445-456 
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diversity, Scientific Reports 9: 9650 
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microhabitats. Environmental Microbiology 21: 1757-1770 

70. Said N., Chatzinotas A., Schmidt M. (2019). Have an ion on it: The life-cycle of Bdellovibrio 
bacteriovorus viewed by Helium-Ion Microscopy. Advanced Biosciences 3: 1800250 
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69. Krohn S., Zeller K., Böhm S., Chatzinotas A., Harms H., Hartmann J., Heidtmann A., Herber A., Kaiser 
T., Treuheit M.,  Hoffmeister A., Berg T. & Hoffmeister A. (2018). Molecular quantification and 
differentiation of Candida species in biological specimens of patients with liver cirrhosis. PloS one, 
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68. Kuppardt A., Fester T., Härtig C., Chatzinotas A. (2018). Rhizosphere protists change metabolite 
profiles in Zea mays. Frontiers in Microbiology 9:857  



67. Ye F., Ma M.-H., den Camp H. J. O., Chatzinotas A., Li L., Lv M.-Q., Wu S.-J., Wang, Y. (2018). 
Different Recovery Processes of Soil Ammonia Oxidizers from Flooding Disturbance. Microbial Ecology 
76: 1041-1052 

66. Ghanem N., Trost M., Sanchez Fontanet L., Harms H., Chatzinotas A., Wick L. (2018). Changes of 
the Specific Infectivity of Tracer Phages during Transport in Porous Media, Environmental Science & 
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58. Geisen S., Mitchell E.A.D., Wilkinson D.M., Adl S., Bonkowski M., Brown M.W., Fiore-Donno A. M., 
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50. Saleem M., Fetzer I., Harms H., Chatzinotas A. (2016). Trophic complexity in aqueous systems: 
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total nitrogen removal. Proceedings of the Royal Society B: Biological Sciences 283: 20152724 

49. Chakravorty, S., Bhattacharya, S., Chatzinotas, A., Chakraborty, W., Bhattacharya, D., Gachhui, R. 
(2016). Kombucha tea fermentation: Microbial and biochemical dynamics. International Journal of 
Food Microbiology 220: 63-72. 

 

2015 

48. Fetzer I., Johst K., Schäwe R., Banitz T., Harms H., Chatzinotas A. (2015). The extent of functional 
redundancy changes as species' roles shift in different environments. Proceedings of the National 
Academy of Sciences of the USA 112: 14888-14893 (F1000Prime article recommendation) 

47. Glaser K., Kuppardt A., Boenigk J, Fetzer I., Harms H., Chatzinotas A. (2015). The influence of 
environmental factors on protistan microorganisms in grassland soils along a land-use gradient. 
Science of the Total Environment 537: 33-42 
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46. Giebler J., Wick L.Y., Harms H., Chatzinotas A. (2014). Evaluating T-RFLP protocols to sensitively 
analyze the genetic diversity and community changes of soil alkane degrading bacteria. European 
Journal of Soil Biology 65: 107-113 

45. Lentendu G., Wubet T., Chatzinotas A., Wilhelm C., Buscot F., Schlegel M. (2014). Effects of long 
term differential fertilization on eukaryotic microbial communities in an arable soil: a multiple 
barcoding approach. Molecular Ecology 23: 3341-3355 (F1000Prime article recommendation) 



44. Kuppardt A., Kleinsteuber S., Vogt C., Lüders T., Harms H., Chatzinotas A. (2014). Phylogenetic and 
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contaminated aquifer. Microbial Ecology 68:222-234 

43. Krohn S., Böhm S., Engelmann C.,  Hartmann J., Brodzinski A., Chatzinotas A., Zeller K., Prywerek 
D., Fetzer I., Berg T (2014). Application of qualitative and quantitative real-time PCR, direct sequencing 
and T-RFLP for the detection and identification of polymicrobial 16S rRNA genes in ascites. Journal of 
Clinical Microbiology 52: 1754-1757 

42. Johnke J., Cohen Y., de Leeuw M., Kushmaro A., Jurkevitch E., Chatzinotas A. (2014). Multiple 
micro-predators controlling bacterial communities in the environment. Current Opinion in 
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41. Glaser K., Kuppardt A., Krohn S., Heidtmann A., Harms H., Chatzinotas A. (2014). Primer pairs for 
the specific environmental detection and T-RFLP analysis of the ubiquitous flagellate taxa 
Chrysophyceae and Kinetoplastea. Journal of Microbiological Methods 100: 8-16  

40. Allan E., Bossdorf O., Dormann C.F., Prati D., Gossner M., Blüthgen N., Barto K., Bellach M., 
Birkhofer K., Boch S., Böhm S., Börschig C., Chatzinotas A., Christ S., Daniel R., Diekötter T., Fischer C., 
Friedl T., Glaser K., Hallmann C., Hodac L., Hölzel N., Jung K., Klein A. M., Klaus V.H.,  Kleinebecker T., 
Krauss J., Lange M., Morris E.K., Müller J., Nacke H., Pašalić E., Rillig M.C., Rothenwöhrer C., Schall P., 
Scherber C., Schulze W., Socher S.A., Steckel J., Steffan-Dewenter I., Türke M., Weiner C.N., Werner 
M., Westphal C., Wolters V., Wubet T., Gockel S., Gorke M., Hemp A., Renner S.C., Schöning I., Pfeiffer 
S., König-Ries B., Buscot F., Linsenmair K.E., Schulze E.-D., Weisser W.W., Fischer M. (2014). 
Interannual variation in land-use intensity enhances grassland multidiversity. Proceedings of the 
National Academy of Sciences of the USA 111: 308-313 

 

2013 
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38. Saleem M., Fetzer I., Harms H., Chatzinotas A. (2013). Diversity of protists and bacteria determines 
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37. Giebler J., Wick L.Y., Schloter M., Harms H., Chatzinotas A. (2013). Evaluating the assignment of 
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34. Schulz S., Giebler J., Chatzinotas A., Wick L.Y., Fetzer I., Welzl G., Harms H., Schloter M. (2012). 
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33. Siegfried K., Endes C., Khaled Bhuiyan A.F.M., Kuppardt A., Mattusch J., van der Meer J.R., 
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a test kit based on lyophilized bioreporter bacteria. Environmental Science and Technology 46: 3281–
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32. Furuno S., Remer R., Chatzinotas A., Harms H., Wick L.Y (2012). Use of mycelia as paths for the 
isolation of contaminant-degrading bacteria from soil. Microbial Biotechnology 5: 142-248 

 

2011 

31. Schäwe R., Fetzer I., Tönniges A., Härtig C., Geyer W., Harms H, Chatzinotas A. (2011). Evaluation 
of FT-IR spectroscopy as a tool to quantify bacteria in binary mixed cultures. Journal of Microbiological 
Methods 86: 182-187 

 

2010 

30. Kuppardt S., Chatzinotas A., Kästner M. (2010). Development of a fatty acid and RNA stable isotope 
probing-based method for tracking protist grazing on bacteria in wastewater. Applied and 
Environmental Microbiology 76: 8222-8230 

29. Findenig B., Chatzinotas A., Boenigk J. (2010). Taxonomic and ecological characterization of 
stomatocysts of Spumella-like flagellates (Chrysophyceae). Journal of Phycology 46: 868–881 

28. Foit K., Chatzinotas A., Liess M. (2010). Short-term disturbance of a grazer has long-term effects 
on bacterial communities - Relevance of trophic interactions for recovery from pesticide effects. 
Aquatic Toxicology 99:205-211  

27. Kuppardt A., Vetterlein D., Harms H., Chatzinotas A. (2010). Visualisation of gradients in arsenic 
concentrations around individual roots of Zea mays L. using agar-immobilized bioreporter bacteria. 
Plant and Soil 329: 295-306 

26. Herrmann S., Kleinsteuber S., Chatzinotas A., Kuppardt, S., Lueders T., Richnow H.-H., Vogt C. 
(2010). Functional characterisation of an anaerobic benzene-degrading enrichment culture by DNA 
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24. Bombach P., Chatzinotas A., Neu T., Kästner M., Lueders T., Vogt C. (2010). Enrichment and 
characterization of a sulphate-reducing toluene-degrading microbial consortium by combining in situ 
microcosms and stable isotope probing techniques. FEMS Microbiology Ecology 71: 237-246 
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23. Wu Q. L.*, Chatzinotas A.*, Wang J., Boenigk J. (2009). Genetic diversity of eukaryotic plankton 
assemblages in eastern Tibetan lakes differing by their salinity and altitude. Microbial Ecology 58:569–
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22. Nikolausz M., Chatzinotas A., Tánksics A., Imfeld G., Kästner M. (2009). Evaluation of single-
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of microbial communities. Applied and Environmental Microbiology 75: 2850-2860 

21. Nikolausz M., Chatzinotas A., Tánksics A., Imfeld G., Kästner M. (2009). Single-nucleotide primer 
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point mutation to microbial ecology. Biochemical Society Transactions 37: 454-459 

20. Kuppardt A., Chatzinotas A., Breuer U., van der Meer J. R., Harms H. (2009). Optimization of 
preservation conditions of As (III) bioreporter bacteria. Applied Microbiology and Biotechnology 82: 
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19. Fountoulakis M.S., Terzakis S., Chatzinotas A., Brix H., Kalogerakis N., Manios T. (2009). Pilot-scale 
comparison of constructed wetlands operated under high hydraulic loading rated and attached biofilm 
reactors for domestic wastewater treatment. Science of the Total Environment 407: 2996-3003 

18. Pfandl K., Chatzinotas A., Dyal P., Boenigk J. (2009). SSU rRNA gene variation resolves population 
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2008 

17. Solé M., Chatzinotas A., Sridhar K.R., Harms H., Krauss G. (2008). Improved coverage of fungal 
diversity in polluted groundwaters by semi-nested PCR. Science of the Total Environment 406: 324-330  

16. Wackwitz A., Harms H., Chatzinotas A., Breuer U., Vogne C., van der Meer J. R. (2008). Internal 
arsenite bioassay calibration using multiple bioreporter cell lines. Microbial Biotechnology 1: 149-157 
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situ quantification of Acidobacteria Subdivision 1 in an acidic mining lake. FEMS Microbiology Ecology 
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nucleotide primer extension assay for the detection and typing of Dehalococcoides sequences. Applied 
and Environmental Microbiology 74: 300-304. 
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13. Lara E., Berney C., Harms H., Chatzinotas A. (2007). Cultivation-independent analysis reveals a shift 
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